'-^r^ r ^ll^Sequence Listing Error Summary . 

FRROR DETECTED CORRECTION SEWAL NUMBER: _0S/2£^J^ 

N^SC^PL^^ 



Wrapped Nuclelcs 



Wrapped Aminos 



Incorrect Line Length 

Misaligned Amino Acid 
Numbering 

Non-ASCII 



Variable Length 



Patentln ver. 2.0 "bug" 



Skipped Sequences 
(OLD RULES) 



The numberAext at the end of each line "wrapped" down to the next km. 
This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

The amino acid number/text at the end of each line "wrapped " down to the next line. 
This may occur If your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

The rules require that a line not exceed 72 characters in length: This includes spaces.- 

The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
S 7ur2ing. K is recommended to delete any tabs and use spacing between-the numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules, 
pleasure your subsequent submission is saved in ASCIi text so that K can be processed 

Sequenced contain n"s or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single rescue 
Please present the maximum number of each residue having variable length and 
indicate in the (ix) feature section that some may be missing. 

A "bua" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amim 
Luencefsr • Normally. Patentln would automatically generate this section from the 

preS c oded nucleic aci d sequence. Please manual* copy the relevant <220>-<223> section 

to the subsequent amino acid sequence. 

Se„»„»<s) missing. « Wsmioosl. ptt.se us. the <°«»*8 to™* '« "* m ^ ■"I"™* 

$222£5EE£SS&. - — sn, "SEOUENCE CHARACTERISTICS") 

(xi> SEQUENCE DESCRIPTION :SEQ ID NO:X: 
This sequence is intentionally skipped 

Piease also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 



> 



Skipped Sequences 
(NEW RULES) 



Use of n's or Xaa's 
(NEW RULES) 

Use of <213>Organism 
(NEW RULES) 

Use of <220>Feature 
(NEW RULES) 



Sequence(s) missing. If intentional, please use 

<210> sequence id number 
<400> sequence id number 
000 



the following format for each skipped sequence. 



Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Use of <220> to <223> is MANDATORY if n's or Xaa's are present. ranrocpn u 
in %> ™<22Z> section, please explain location of n or Xaa, and which res.due n or Xaa represents. 



Sequence(s) . 



are missing this mandatory field or its response. 



3 



Patentln ver. 2.0 "bug" 



Sequence(s) are missing the <220>Feature and associated headings. 

Use of <220>~to<223> is MANDATORY if <213>ORGANISM is "Artificial" or Unknown 

Please explain source of genetic material in <220> to <223> section. 

(Ser-FedTral Register." 6/01/98. Vol. 63. No. 104. pp. 29631-32) (Sec. 1 .823 of new Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 

rile resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence „st,ng). 

Instead, please use "File Manager" or any other means to copy nie to floppy disk. 



AKS-Biotechnology Systems Branch- 5/15/99 



SEQUENCE LISTING 



(1 , GENERAL INFORMATION : f^i 

(i) "ffSS'. M t X ^^ellschaftTr Foerderung der ^ 
Wissenschaften e.V. 
( - B) 3TREE T': "TT DTre 
( -e) CITY: Bmlx n 

-ffr) CO UNTRY : EH B 

fr g . ) POSTAL COTW (2 TP) none 



—(A) NAME; CNRS /n^V^ ^ 

■ (C) CIT'J. MuiiLpclli f^-Ccdcai 05 
~{~EH — 6Q#NTRY i FR 
( !■ ■ ) J Ju J ' l ' /iL CODli (BID . 31 001 - 

- ™i ssss - " - 



(iii) NUMBER OF SEQUENCES: 17 

fuWv) COMPUTER READABLE FORM 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 
C) OPERATING SYSTEM: PC-DOS/MS-DOS /ZC\ 

Id) SOFTWARE: Patentin Release #1.0, Versxon #1.30 QEPO^) 



57, CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: 

(B) STREET: 
(OOTY: 

CD) STATE: 

CE) COUNTRY: 
CBZff; 



(vOC 





Page 1 of 19 



Does Not Comply 
Corrected Diskette Needed 



1652 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/254,870 



DATE 
TIME: 



07/12/2000 
14 : 07 : 01, 



Input Set : A:\52130apctus.app.txt 
Output Set: N:\CRF3\07122000\l254870.raw 



AE: 14:0/ ;Ui 

yOAJi- JU*4 

i £ 



4 (1) 



--> 6 

20 
21 
23 

--> 0 

15 
16 
17 

C--> 18 
C--> 25 

26 
27 
28 
29 

C-- > 0 

c--> 0 
c--> o 
c--> o 

14 



SEQUENCE LISTING 

GENERAL INFORMATION: 
. * i APPLICANT • 

{ TITLE OF INVENTION : Nucleic acid molecules coding for manunalian 

tumor suppressor proteins and methods for their isolation 

NUMBER OF SEQUENCES; 17 
CORRESPONDENCE ADDRESS: 

(B) STREET: rue de la cardonille 

(C) CITY: Montpellier Cedex 05 

(E) COUNTRY: FR 

(F) ZIP: 34094 
COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC- DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.30 (EPO) 
CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US/09/254 , 870 

(B) FILING DATE: 16-Aug-1999 



(ii) 

(iii) 
(iv) 



(vi) 



(viii) ATTORNEY /AGENT INFORMATION: 

(A) NAME: CNRS 



ERRORED SEQUENCES 



32 

34 

35 

36 

37 

38' 

40 

43 

44 

45 

48 

E-- > 50 

51 

E--> 53 

54 

E--> 56 

57 

E-- > 59 

60 

E--> 62 

63 

E--> 65 



(2) 



INFORMATION FOR SEQ ID NO: 1: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2790 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 
MOLECULE TYPE: cDNA to mRNA 
FEATURE : 

(A) NAME/KEY: CDS 

(B) LOCATION: 542 . .2545 
fxi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 

GAATTCGGGA GAGCAAGCGG GCATCTCCTG GGCGCCGTCA TGGCTGCTTA 
GGCTGCGCTG 60 

CCTGCGGATC GCGGATCCGG GATCGGAGAT CTGACGGCGA CGCCTGAGTC 

CGGCTAGGGT 120 



0 s 



1* 



(ii) 
(ix) 



AGGTCTGGGT TGGAGTCTGT GCCTGCTTCC TTGGCGTGTG GTTGTTCCTG 

CTTGATTGCT 180 

TCAGCGTGCC ATCGGCTTCG TATTTGCATA GGAGTCAGAG GAGTTAATCT 

TGTCTCCTCG 240 

AAGATAGACT CTCATGGTTT ATGATCCATC TCTGTGAGAA GACTTTATTT 
GTCTGTCTCT 300 

TCTCACAGGT TTGAGTCTTC AGACTTCTAC AGAACTCCAT AATATCTGCC 




file://C:\CRF3\Outhold\VsrI254870.htra 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/254,870 



DATE: 07/12/2000 
TIME: 14:07:01 



E- 
W- 

W- 
E- 
W- 

w- 

E- 
W- 

w 

E 
W 

W- 
E- 
W- 

w- 

E- 
W- 

w- 

E- 
W- 

W 
E 
W 



input Set : A:\52130apctus.app.txt 
Output Set: N:\CRF3\07122000\l254870.raw 

-> 68 CTTTCCTGCT CTCACAGAAG ATACCCAGCT ATTGTGCTCT GGATCTCTCC 

_> 'I GCTGTAGCGC TGCCTTTCTG GAGTCAGGCT GTAGTGACTC CCCACCTTCT 

._> 74 gcttSg cacagcagtt CCTCAGCACA TCTGAAGAAG AAAGTGTGAG 

77 f AtTgI^CCA TT^CGC TGT CAA AAA TGT GGC AAG TCC TTC GTC ACC 
7 7 8 Met Ala Pro Phe Arg Cys Gin Lys Cys Gly Lys Ser Phe Val Thr 
i 5 

.-> 81 CTG GAG AAG TTC ACC ATT CAC AAT TAT TCC CAC TCC AGG GAG CGC CCA 
" _> 83 III Glu Lys Phe Thr He His Asn Tyr Ser His Ser Arg Glu Arg Pro 
"-> 86 TTC AAG TGC TCG AAG GCT GAG TGT GGC AAA GCC TTC GTC TCC AAG TAT 
" _> 88 Phe Lys Cys Ser Lys Ala Glu Cys Gly Lys Ala Phe Val Ser Lys Tyr 
Si AAG CTG ATG AGA CAC ATG GCC ACA CAC TCG CCA CAG AAG ATT CAC CAG 
_> 93 Lys Leu Met Arg His Met Ala Thr His Ser Pro Gin Lys He His Gin 
:> 96 TGT ACT CAC TGT GAG AAG ACA TTC AAC CGG AAG GAC CAC CTG AAG AAC 
Cys Thr His Cys Glu Lys Thr Phe Asn Arg Lys Asp His Leu Lys Asn 
I"-, 101 CAC CTC CAG ACC CAC GAT lie AAC AAG ATC TCC TAC GCG TGT GAC GAT 
" _> "03 His Leu Gin Thr His Asp Pro Asn Lys He Ser Tyr Ala Cys Asp Asp 
"> III TGC GGC AAG AAG TAC CAC ACC ATG CTG GGC TAC AAG AGG CAC CTG GCC 
" > III Cys Gly Lys Lys Tyr His Thr Met Leu Gly Tyr Lys Arg His Leu Ala 
I!* \Tl CTG CAC TCG GCG AGC AAT GGC GAT CTC ACC TGT GGG GTG TGC ACC CTG 
_> U3 III His Ser Ala Ser Asn Gly Asp Leu Thr Cys Gly Val C,s Thr Leu 
To U6 GAG CTG GGG AGC ACC GAG GTC CTG CTG GAC CAC CTC AAG TCT CAC GCG 
' _> III III Leu Gly Ser Thr Glu Val Leu Leu Asp His Leu Lys Ser His Ala 
:"-> m GAA GAA AAG GCC AAC CAG GCA III AGG GAG AAG AAA TAC CAG TGC GAC 
" _> III ""Glu Lys Ala Asn Gin Ala Pro Arg Glu Lys Lys Tyr Gin Cys Asp 
:l> 126 CAC TGT GAT AGA TGC TTC TAC ACC CGG AAA GAT GTG CGT CGC CAC CTG 
" _> III His 6 Cys Asp Arg Cys Phe Tyr Thr Arg Lys Asp Val Arg Arg His Leu 



586 
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E-- 

w-- 

W-- 
E- 
W- 

W- 
E- 
W- 

w- 

E- 
W- 

W- 
E- 
W- 

W-- 
E-- 

w~- 

E-- 
W-- 

W- 
E- 
W- 

w- 

E- 
W- 

W- 
E- 
W- 

W- 
E- 

w- 

W 
E 
W 



> 129 

> 131 

> 132 
133 

> 134 

> 136 
-> 137 

138 
-> 139 
-> 141 
-> 142 
143 
-> 144 
-> 147 
-> 148 
149 
-> 150 
-> 152 
-> 153 
154 
--> 155 
.-> 157 
--> 158 
159 
160 
--> 162 
--> 163 
164 

> 165 

> 167 

> 168 
169 

> 170 
-> 172 
-> 173 

174 
-> 175 
-> 177 
-> 178 
179 
-> 180 
~> 182 
-> 183 
184 
-> 185 
-> 187 
-> 188 
189 
--> 190 



160 

GTG GTC 
1114 

Val Val 



AGA TTT 
1162 

Arg Phe 

TCC CAG 
1210 

Ser Gin 



AAT TTC 
1258 
Asn Phe 
225 
CCC ATG 
1306 
pro Met 
240 

GGT GGC 
1354 

Gly Gly 

GAA GCT 
1402 

Glu Ala 

CCT TTG 
1450 

pro Leu 

TTG GAG 
1498 
Leu Glu 
305 
CAG CCT 
1546 
Gin Pro 
320 

CCG ATG 
1594 

Pro Met 



DATE : 07/12/2000 
RAW SEQUENCE LISTING TIM£; 14: 07:01 

PATENT APPLICATION: US/09/254,870 

Tnmit Set • A:\52l30apctus.app.txt 
Output Set: N:\CHF3\07122000\I254870.raw 

CAC ACA GGA TGC AAG GAC TtC CTG III C A G TTC TGT GCC CAG 
His Thr Gly Cys Lys ,s P Phe Leu Cys GXn Phe Cys Ala Gin 
GGG CGC Z GAC CAC CTC ACT CGT CAC ACC AAG AAG ACC CAC 
Civ Ar 9 Lys Asp His Leu Thr Arg His Thr Lys Lys Thr His 
GAG IH ATG CAA GAG AAT ATG CAG GCA GGA GAT TAC CAG AGC 
Glu Leu Met Gin Glu Asn Met Gin Ala Gly »( ^ Gin Ser 
CAA CTC ATT GCG CCT TCA ACT TCG TTC CAG ATA AAG GTT GAT 



Gin Leu He Ala Pro Ser Thr Ser Phe Gin He Lys Val Asp 
CCT CCT TTC CAG III GGA GCG GCT CCC GAG AAC GGG CTT GAT 
Pro Pro Phe Gin Leu Gly Ala Ala Pro Glu Asn Gly Leu Asp 
TTG CCA CCC GAG GTT CAT GGT CTA GTG CTT GCT GCC CCA GAA 
L eu Pro Pro Glu Val His Gly Leu Val Leu Ala Ala Pro Glu 
CCC CAA CCC ATG CCG CCC TTG GAG CCT TTG GAG CCT TTG GAG 
Pro Gin Pro Met Pro Pro Leu Glu Pro Leu Glu Pro Leu Glu 
GftG III TTG GAG CCG ATG CAG TCT TTG GAG CCT TTG CAG CCT 



ATG CAG 
1642 

Met Gin 



W 



Glu Pro Leu Glu Pro Met Gin Ser Leu Glu Pro Leu Gin Pro 
HI ATG CAG CCT TTG IH CCA ATG CAG CCT TTG GAG CCG ATG 
Pro Met Gin Pro Leu Glu Pro Met Gin Pro Leu Glu Pro Met 
TTA GAG CCT TTG GAG CCT CTG GAG CCG ATG CAG CCT TTG GAG 
L eu Glu Pro Leu Glu Pro Leu Glu Pro Met Gin Pro Leu Glu 
CAG CCT TTG GAG CCT ATG CAG CCA ATG CTG CCA ATG CAG CCA 
Gin Pro Leu Glu Pro Met Gin Pro Met Leu Pro Met Gin Pro 
CCA ATG CAG CCA ATG CAG CCA ATG CTG CCA ATG CAG CCA ATG 
Pro Met Gin Pro Met Gin Pro Met Leu Pro Met Gin Pro Met 
355 360 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/254,870 



DATE: 07/12/2000 
TIME: 14:07:01 



E-- 
W-- 

W- 
E- 
W- 

w- 

E- 

W- 

w- 

E- 

w- 
w- 

E- 

w 

E 

W- 

W- 

E- 
W- 

W- 

E- 
W 

W 
E- 
W- 

W- 
E- 
W- 

W- 
E- 
W 

w- 

E 
W 



input Set : A:\52130apctus.app.txt 
Output Set: N:\CRF3\07122000\l254870.raw 

> III LeuVo Met Oln Pro Met Gin Pro Met Gin Pro Met Leu Pro Met Pro 
L 9 97 GAG CCG HI «C ** CTG CAC CCT GGC GTA GTT CCC ACC TCT CCT CCC 
'> III "luSro Ser Phe To* Leu His Pro Gly Val Val Pro Thr Ser Pro Pro 

-> 200 385 ^ r*r III AAG TAT AAT CCT GTT CCT ACC TCA TAT 

-> 202 CCA ATT ATT CTT CAG GAG CAT AAG TAT AAl ^ 

° III Pro'xle He Leu Gin <Uu His Lys Tyr Asn Pro Va! Pro Thr Ser Tyr 
".*> 207 OCC CCA TTT GTA GGC ATG CCC GTC AAA GCA GAT GGC AAG GCC TTT TGC 

-> 208 1834 . T ala Aso Giy Lys Ala Phe Cys 

209 Ala Pro Phe Val Gly Met Pro Val Lys Ala Asp Giy y ^ 

■"> III AAC GTG GGT TTC TTT GAG GAA TTT CCT CTG CAA GAG CCT CAG GCG CCT 

-> III As^Val Gly Phe Phe Glu Clu Phe Pro Leu Gin Glu Pro Gin Ala Pro 

"\ 217 CTC AAG TTC AAC CCA TGT TTT GAG ATG CCT ATG GAG GGG TTT GGG AAA 

-> III L eu° L ys Phe Asn Pro Cys Phe Glu Met Pro Met Glu Gly Phe Gly Lys 

"\ 223 GTC ACC CTG TCC AAA GAG CTG CTG GTA GAT GCT GTG AAT ATA GCC ATT 

° HI Val\hr L eu Ser Lys Glu Leu Leu Val Asp Ala Val Asn He Ala He 

1 228 CCT GCC TCT CTG GAG ATT TCC TCC CTA TTG GGG TTT TGG CAG CTC CCC 

° 230 p 0 ro 6 Ala Ser Leu Glu He Ser Ser Leu Leu Gly Phe Trp Gin Leu Pro 

i; III III CCT ACT CCC CAG AAT GGC TTT GTG AAT AGC ACC ATC CCT GTG GGG 

-> III P^Pro Thr Pro Gin Asn Gly Phe Val Asn Ser Thr He Pro Val Gly 

ll III CCT GGG GAG CCA CTG CCC CAT AGG ATA ACC TGT CTG GCG CAG CAG CAG 

■° III ""Gly Giu Pro Leu Pro His Ar, XI. Thr Cys Leu Ala Gin Gin Gin 

^ 2 2 4 43 CCA CCG CCA CTG CCG CCG CCA CCA CCG CTG CCA CTG CCA CAG CCA CTG 

"> l\\ Pro°Pro Pro Leu Pro Pro Pro Pro Pro Leu Pro Leu Pro Gin Pro Leu 

I*, \W CCA GTG CCA CAG CCA CTA CCA CAG CCA CAG ATG CAG CCA CAG TTT CAG 

■° 250 Pr^val Pro Gin Pro Leu Pro Gin Pro Gin Met Bin Pro Gin Phe Gin 

ll* 253 TTG CAG ATC CAG CCC CAG ATG CAG CTA CCA CAG CTG CTG CCG CAA CTG 
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RAW SEQUENCE LISTING «™= lYlY-lT 

paten Application: us/09/254,870 time: 14:07.01 

input Set : A:\52130apctus.app.txt. 
Output Set: N:\CRF3\07122000\I254870.raw 

255 "fain lie Gin Pro Gin Met Gin Leu Pro Gin Leu Leu Pro Gin Leu 
::"-> 258 12 CCT CAG CAG CAG Td GAT CCT GAG CCA GAG CCA GAG CCA GAG CCA 
260 ""Pro Gin Gin Gin Pro Asp Pro Glu Pro Glu Pro Glu Pro Glu Pro 

can 303 

HI 263 GAG CCA GAG CCA GAG CCA GAG CCG GAA CCG GAA CCG GAG CCA GAG CCA 
265 G^Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro 

tqc OUU 
268 GAG CCA GAA GAG CCA GAG GAA GAA CAG GAA GAG GCA GAA GAA GAG 

270 G^Pro Glu Pro Glu Pro Glu Glu Glu Gin Glu Glu £a Glu Glu Glu 
l:l 373 GCA GAG GAA GGA GCA GAG GAA GGA GCA GAA CCA GAG GCA CAG GCA GAA 

275 A 4 la 8 Glu Glu Gly Ala Glu Glu Gly Ma Glu Pro G g lu Ala Gin Ala Glu 

278 GAA HI GAA GAG GAA GAG GAA GCG GAA GAG CCA CAG CCA GAA GAA GCC 
— Ill G 5 lu 6 Glu Glu Glu Glu Glu Glu Ala Glu Glu Pro Gin Pro Glu Glu Ala 
:■-"-> 283 CAA ATA GCA GGA CTC GTC TAT AAG AAA TGG ACA GTT TAG TTCCTCTTCT 

285 Gin'lle Ala Gly Leu Val Tyr Lys Lys Trp Thr Val * 

660 ODD 

£"-> 288 TGTTAGCTTA CTCTGTAGTT TCTTCTTCTT GTTGCCCATT GTGTAGCTTT 
E .> Ill acgctS tgtctccatt TTTTAAAGTG AATTTAAAXG TACTGTTCAA 
,.-> 294 Sgttgt tccaatgtga GTTACGACTT catttatctt aaagacaaaa 

..-> 297 GTCATATCTG ACAGAAGAAA GAAATCACTG TGTAACCAAG CCATATAGCG 

298 GCCGC 2790 

302 (2} INFORMATION FOR SEQ ID NO: 2: 

304 (i) SEQUENCE CHAR^CM 0 "^^ 

305 (A) LENGTH: (669/ 

306 (B ) TYPE: ammo 

307 (D) TOPOLOGY: linear 

309 (ti) MOLECULE TYPE: protein 

310 (xi) SEQUENCE DESCRIPTION : SEQ ID NO : : ^ 
312 Met Ala Pro Phe Arg Cys Gin Lys Cys Gly L/s ser ^ 

315 G ii Lys Phe Thr He His Asn Tyr Ser His ser Arg Glu Arg Pro Phe 

318 Lys Cys Ser Lys Ala Glu Cys Gly Lys Ala Phe Val Ser Lys Tyr Lys 

321 Leu Met ,11 His Met Ala Thr His Ser Pro Gin Lys He His Gin Cys 



AAATCACTG TGTAACCAAG CCATATAGCG 

6ti7"amino acids J HJ\J I If* / 
no acid I \ 

linear 
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DATE : 07/12/2000 
RSW SEQUENCE LISTING TIME : 14:07:01 

PATENT APPLICATION : US/09/254,870 

Tnmit Set : A:\52130apctus.app.txt 
Output Set: N:\CRF3\07122000\I254870.raw 



55 60 



f 2 2 4 Thr His c y s 01« Ly. Thr Phe Asn Ar 3 L y s Asp His Leu Lys Asn His 
3 3 2 27 Leu Clu Thr His Asp Pro Asn L Y s lie Ser T y r Ala C y s Asp Asp c y s 
III Oly L Y s LyS T y r Hts Thr Met Leu Cly *r I*. «g His Leu Ala Leu 
H\ His ser Ala Ser Asn Oly Asp Leu Thr C y s Cly Val Cys Thr Leu Olu 
Ht Leu Bly III Thr Olu val Leu Leu Asp His Leu Lys Ser His Ala Olu 

337 130 iJ3 ^ Tv „ Lvs Tyr Gin Cys Asp His 

339 Glu Lys Ala Asn Gin Ala Pro Arg Glu Lys Lys Tyr ^ 

\\l S Asp Ar g Cys Phe Z Thr Arg Lys Asp Val Ar g Arg Hi. Leo val 

£ val His Thr Cly Cys Lys Asp Phe Leu Cys Gin Phe Cys Ala Cln Arg 
346 180 . Thr Lys Lys Thr His Ser 

348 Phe Gly Arg Lys Asp His Leu Tnr * y 2Q5 

349 ' 95 uo+ cln Glu Asn Met Gin Ala Gly Asp Tyr Gin Ser Asn 

351 Gin Glu Leu Met Gin Glu Asn weu ^ 

352 210 ^ phe Gln ne Lys Val Asp Pro 

354 Phe Gin Leu He Ala Pro Ser Thr ser ^ 24Q 

355 225 u n civ Ala Ala Pro Glu Asn Gly Leu Asp Gly 

357 Met Pro Pro Phe Gin Leu Gly Ala Aia ^ 255 

358 o rtn val His Gly Leu Val Leu Ala Ala Pro Glu Glu 
360 Gly Leu Pro Pro Glu Val His b±y ^ 27Q 

£ Ala Pro Cln III Met Pro Pro Leu Olu Pro Leu Olu Pro Leu Olu Pro 
f 67 Leu Olu III Leu Olu Pro Met Oln Ser Leu Olu Pro Leu Oln Pro Leu 

368 290 , „ ron An Pro Met Gin Pro Leu Glu Pro Met Gin 

370 Glu Pro Met Gin Pro Leu Glu Pro Met u ^ 32Q 

371 305 310 n _ n rlu Pro Me t Gin Pro Leu Glu Pro 

373 Pro Leu Glu Pro Leu Glu Pro Leu Glu Pro Met ^ 

374 T r?n Pro Met Gin Pro Met Leu Pro Met Gin Pro Met 
376 Met Gin Pro Leu Glu Pro Met Gin ^ ^ 

l]l Oln Pro Met Oln Pro Met Oln Pro Met Leu Pro Met Oln Pro Met Leu 
- Pro Met III Pro Met Oln Pro Met Oln Pro Met Leu Pro Met Pro Olu 

383 370 . X Val p ro T hr Ser Pro Pro Pro 

385 Pro Ser Phe Thr Leu Hrs Pro Cly Val Val Pro iQQ 

HI III lie Leu Oln Olu £°. L y s T y r Asn Pro Val Pro Thr Ser Tyr Ala 

3 3 5 9 1 Pro Phe Val 01 Y Met Pro Val L y s Ala Asp 01, Lys Ala Phe C y s Asn 

HI val Cly Phe Phe Olu Olu Phe Pro Leu Oln Olu Pro Oln Ala Pro Leu 



395 «5 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/254 , 870 



DATE: 07/12/2000 
TIME: 14:07:01 



397 
398 
400 
401 
403 
404 
406 
407 
409 
410 
412 
413 
415 
416 
418 
419 
421 
422 
424 
425 
427 
428 
430 
431 
433 
434 
436 
4 37 
680 
682 
683 
684 
685 
686 
688 
690 
693 
694 
695 
699 
701 
702 
E--> 704 
705 
E--> 707 
708 
E--> 710 
711 
E--> 713 



E--> 



E--> 



input Set : A:\52l30apctus.app.txt 
Output Set: N:\CRF3\07122000\I254870.raw 

Lys< Phe Asn Pro Cys Phe Glu Met Pro Met Glu Gly Phe Gly Lys Val 
Thr ill Ser Lys Glu Leu Leu Val Asp Ala Val Asn He Ala lie Pro 
ill ser Leu Glu He Ser Ser Leu Leu Gly Phe Tr P Gin Leu Pro Pro 
Pro Thr Pro Gin Asn Gly Phe Val As. Ser Thr He Pro Val Gly Pro 
Giy Glu Pro Leu Pro His Arg lie Thr Cys Leu Ala Gin Gin Gin Pro 
Pro Pro III Pro Pro Pro Pro Pro Leu Pro Lea Pro Gin Pro Leu Pro 

val Pro Gin Pro Leu Pro "in Pro Gin Met Gin Pro Gin Phe Gin Leu 

S 50 

III lie Gin Pro Gin Met Gin Leu Pro Gin Leu Leu Pro Gin Leu Gin 
Pro Gin Gin Gin III Asp Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu 
Pro Glu Pro III Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu 
Pro Glu III Glu Pro Glu Glu Glu Gin Glu Glu Ala Glu Glu Glu Ala 

Clu III Gly Ala Glu Glu g£ Ala Glu Pro Glu Ala Gin Ala Glu Glu 

(- -a n b j o 

HI Glu Glu Glu Glu Glu Ala Glu Glu Pro Gin Pro Glu Glu Ala Gin 

645 650 
He Ala Gly Leu Val Tyr Lys Lys Txp Thr Val 

660 665 
(2) INFORMATION FOR SEQ ID NO : 16: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2334 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 
<ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION : 803 2192 
fxi^ SEQUENCE DESCRIPTION: SEQ ID NO: 16: _ mmrn 

CGGTTCTTTC AATTCAGAAT TTGTTTTAGG TTCTGTTATT GCATAGATTT 

TTTATGGTAT TTTAATACTG TTGGTTTTAA AAAAT AC C AT TTCCTCTGAG 

SIttat gtaagcaatt ttgtgtgttc TTTTTTTTCC acttgcataa 
Sgagag tttttcttaa TCCAGTCCCA agtaggacaa aggatatgag 
TcIt™ aaatgcatga AAAAACACTA GAAAATCTCC TGTGCACATC 



Pro Glu Glu Ala Gin 




^^^^^^ 



file://C:\CRF3\Outhold\VsrI254870.htm 



7/12/00 



Page 8 of 19 



DATE: 07/12/2000 
RAW SEQUENCE LISTING „„. 14.07 01 

PATENT APPLICATION : US/09/254,870 TIME. 14.07.01 

Input Set : A:\52130apctus.app.txt 
Output Set: N:\CKF3\07122000\I254870.raw 

,..> £ TGTGTGCTCT AGAAGTGAAG TTCAGGGGGT AACATAATGG AGGAATGTTT 

E > 7 71 ? 9 attTcctgIc gatgtacaag gtctcttctc acaggtttga atcttcagac 
E > 7 7 2 2 °2 gStggg aggactcggt ccctgcctcg cagcagatgt tccctgtcac 
E > ]ll Itccggggga cccaggacat gccccagcta tagtgatgca gattaccttt 
E > 7 7 2 2 6 s tgcctcgaga ctttctcccc tcagcttgag actgcatgta 

E -> III ggaagcaaag ctagtgacag ctgagaggtc catgtctggg 

,.-> 734 Tccacgatgc tgcctctccc gtggtctgga gxtcagctgc agggactctg 
E .-> ? 73 1 gttctgtttg tgcttaaatg gcacagcatt tggtcagcac 

738 ATCTGAAAAG 780 caG TTft TGT GGC >. A/lr JU 

E _-> 740 GAAGGTGTGA GAAGCAAAGC CC ATG GCC ACG ail. ^ /I l/y\ 

W--> 741 832 Ala Thr phe pro Cys Gln Leu Cys Gly /J/* 

,--> H1 AAG ACG TTC CTC ACC CTG GAG^G TTC ACG AT^CAC AAT TAX TCC CAC 
747 Lys Thr Phe Leu Thr Leu Glu Lys Phe Thr He His Asn Tyr Ser His 
IT" ]tl TCC AGG GAG CGG CCG TAG AAG TGT GTG CAG CCT GAC TGT GGC AAA GCC 
752 III Ar 9 Giu Ar 9 Pro Tyr Lys Cys v.l Gin Pro Asp Cys Gly Lys Ala 
7 7 5 5 5 TTT GTT TCC AGA TAT AAA TTG ATG AGG CAT ATG GCT ACC CAT TCT CCC 
757 Phe val ser Ar 9 Tyr Lys Leu Met Ar 9 His Met Ala Thr His Ser Pro 
T-> 760 CAG AAA TCT CAC CAG TGT GCT CAC TGT GAG AAG ACG TTC AAC CGG AAA 
W '° ]\\ G°in 4 Lys Ser His Gin Cys Ala His Cys Glu Lys Thr Phe Asn Ar 9 Lys 
]W GAC CAC CTG AAA AAC CAC CTC CAG ACC CAC GAC CCC AAC AAA ATG GCC 
7" ""His Leu Lys Asn His Leu Gin Thr His Asp Pro Asn Lys Met Ala 
SI".: 770 TTT GGG TGT GAG GAG TGT GGG AAG AAG TAC AAC ACC ATG CTG GGC TAT 
Vl\ Phe° G ly Cys Giu Glu Cys Gly Lys Lys Tyr Asn Thr Met Leu Gly Tyr 
III*, 775 AAG AGG CAC CTG GCC CTC CAT GCG GCC AGC AGT GGG GAC CTC ACC TGT 



W --> 776 1168 Ser Gly Asp LeU Thr Cys 

777 Lys Arg His Leu Ala Leu His Aia => ^ 



W--> 778 110 
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RAW SEQUENCE LISTING £TE: °V12/2000 

PATENT APPLICATION: US/09/254, 870 TIME : 14 : 07 : 01 

input Set : A:\52130apctus.app.txt 
Output Set: N:\CRF3\07122000\I254870.raw 

E .-> 780 GGG GTC TGT GCC CTG GAG CTA GGG AGC ACC GAG GTG CTA CTG GAC CAC 
W " _> III Gl^val Cys Ala Leu Glu Leu Gly Ser Thr Glu Val Leu Leu Asp His 
""-> 785 CTC AAA GCC CAT GCG GAA GAG AAG CCC CCT AGC GGA ACC AAG GAA AAG 

787 Leu'Lys Ala His Ala Glu Glu Lys Pro Pro Ser Gly Thr Lys Glu Lys 
":"-> 790 AAG CAC CAG TGC GAC CAC TGT GAA AGA TGC TTC TAC ACC CGG AAG GAT 

792 ""His Gin Cys Asp His Cys Glu Arg Cys Phe Tyr Thr Arg Lys Asp 

1 60 XbD 
r."-> 795 GTG CGA CGC CAC CTG GTG GTC CAC ACA GGA TGC AAG GAC TTC CTG TGC 



797 Va 6 i°Arg Arg His Leu Val Val His Thr Gly Cys Lys Asp Phe Leu Cys 
"::> 800 CAG TTC TGT GCC IH AGA TTT GGG CGC AAG GAT CAC CTC ACC CGG CAT 



802 G 4 ln 8 phe Cys ,1a Gin Arg Phe Gly Arg Lys Asp His Leu Thr Arg His 
f-l HI ACC AAG AAG ACC CAC TCA CAG GAG CTG ATG AAA GAG AGC TTG CAG ACC 



807 Thr 6 Lys Lys Thr His Ser Gin Glu Leu Met Lys Glu Ser Leu Gin Thr 
T-:> III GGA GAC CTT CTG AGC ACC TTC CAC ACC ATC TCG CCT TCA TTC CAA CTG 
ll2 g"\sp -u Leu Ser Thr Phe His Thr He Ser Pro Ser Phe Gin Leu 
?"-"-> 815 AAG GCT GCT GCC TTG CCT CCT TTC CCT TTA GGA GCT TCT GCC CAG AAC 
111 Lys'Ala Ala Ala Leu Pro Pro Phe Pro Leu Gly ,1a Ser Ala Gin Asn 
t'-l 820 III CTT GCA AGT AGC TTG CCA GCT GAG GTC CAT AGC CTC ACC CTC AGT 
III Gly°Leu Ala Ser Ser Leu Pro Ala Glu Val His Ser Leu Thr Leu Ser 
e"-> 825 CCC CCA GAA CAA III GCC CAG CCT ATG CAG CCG CTG CCA GAG TCC CTG 
111 ""pro Glu Gin Ala Ala Gin Pro Met Gin Pro Leu Pro Glu Ser Leu 
W--> 828 270 



275 



f-l HI GCC TCC CTC CAC CCC TCG GTA TCC CCT GGC TCT CCT CCG CCA CCC CTT 



III ""ser Leu His Pro Ser Val Ser Pro Gly Ser Pro Pro Pro Pro Leu 
""-I* 835 CCC AAT HI AAG TAC AAC ACC ACT TCT ACC TCA TAC TCC CCA CTT GCA 

837 Pro\sn His Lys Tyr Asn Thr Thr Ser Thr Ser Tyr Ser Pro Leu Ala 
IV-l III AGC III CCC CTC AAA GCA III ACT AAA GGT TTT TGC AAT ATC AGT TTG 
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DATE: 07/12/2000 

RAW SEQUENCE LISTING 

PATENT APPLICATION : OS/09/254,870 TIME: 14:07,01 

input Set : A:\52130apctus.app.txt 
Output Set: N! \CBF3\07122000\I254870.ra W 

III Se'Aeu Pro Ia» Lys ,1a Asp Thr Lys Gly .£ Cys Asn lie Ser Leu 
I"*, « GAG GAC TTG OCT CTG CAA GAG CCT CAG TCA OCT CAA AAG CTC »C 

847 Phe° G lu Asp Leu Pro Leu Gin Glu Pro Gin Ser Pro Gin Lys Leu Asn 
IT"-* 'BSC CCA GGT TTT GAT CTG GCT AAG GGA AAT GCT GGT AAA GTA AAC CTG CCC 
852 P-Gly Phe Asp Leu Ala Lys Gly Asn Ala Gly L y s Val Asn Leu Pro 
r."-> S »» GAG CTG CCT GCA GAT GCT GTG AAC CTA ACA ATA CCT CCC TCT CTG 
ail £"g1u Leu Pro Ala Asp Ala Val Asn Leu Thr He Pro Ala Ser Leu 
r.-.: HI GAC CTG lH CCC CTG TTG GGC TTC TGG CAG CTG CCC CCT CCT GCT ACC 
862 £\-u Ser Pro Leu Leu Gly Phe Trp Gin Leu Pro Pro Pro Ala Thr 
III HI CAA Z ACC TTT GGG AAT AGC ACT CXT GCC CTG GGG CCT GGG GAA TCT 
867 fin'Asn Thr Phe Gly *sn Ser Thr Leu Ala Leu Gly Pro Gly Glu Ser 
r.:> '". » CCC CAC AGG TTA AGC TGT CTG GGG CAG CAG CAG CAA GAA CCC CCA 
8 872 LeuVo His Ar g Leu Ser Cys Leu Gly Gin Gin Gin Gin Glu Pro Pro 
HI l]l CTT GCC ATG GGC ACT GTG AGC CTG GGC CAG CTC CCC CTG CCC CCC ATC 
VZ L^Ala Met Gly Thr Val Ser Leu Gly Gin Leu Pro Leu Pro Pro He 
III HI CCT CAT GTG TTC TCA GCT GGC ACT GGC TCT GCC ATC CTG CCT CAT TTC 
III Prodis Val Phe Ser Ala Gly Thr Gly Ser Ala He Leu Pro His Phe 
W " _> 885 CAT CAT GCA TTC AGA T AATTGATTTT TAAAGTGTAT TTTTCGTATT 

886 His His Ala Phe Arg 
r.I> III CTGGAAGATG TTTTAAGAAG CATTTTAAAT GTCAGTTACA ATATGAGAAA 
...» Ill acgaSg GACTATGGCT TATTCAGTGA TGACTGGCTT gagatgataa ga 

W " _> 897 ^^INFORMATION FOR SEQ ID NO: 17: 

ago (i) SEQUENCE CHARACTERISTICS: p. xH, 

9 00 (A) LENGTH: 463 amino acids I J \ 



900 — . 

90 1 (B) TYPE: amino acid 

902 (D) TOPOLOGY: linear 

904 (ii) MOLECULE TYPE: protein 

905 (XX) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 
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DATE : 07/12/2000 
RAW SEQUENCE LISTING TIME ' 14 : 07 : 01 

PATENT APPLICATION: US/09/254,870 TIKfc. 

TnDUt Set : A:\52130apctus.app.txt 
Output Set: H,\CKF3N07122000\I254870.raw 



9 07 Met Ala Thr Phe Pro Cys Gin Leu C y s Gly Lys Thr Phe Leu Thr Leu 

III Glu Lys Phe Thr He His Asn Tyr Ser His Ser Arg Glu Arg Pro Tyr 

Lys Cys val Gin Pro Asp Cys Sly Lys Ala Phe Val Ser Arg Tyr Lys 

lit Leu Met Arg His Met Ala Thr His Ser Pro Gin Lys Ser His Gin Cys 

|£ Ala His cys Glu Lys Tnr Phe Asn Arg Lys Asp His Leu Lys Asn Hrs 

HI Leu Gin Thr His Asp Pro Asn Lys Met Ala Phe Gly Cys Glu Glu Cys 

III Gly Lys Lys Tyr Asn Thr Met Leu Gly Tyr Lys Arg His Leu Ala Leu 

lit His Ala Ala Ser Ser Gly Asp Leu Thr Cys Gly Val Cys Aia Leu Glu 

III Leu Gly III ,hr Glu Val Leu Leu Asp His Leu Lys Ala His Ala Glu 

III Glu Lys Pro Pro Ser Gly Thr Lys Glu Lys Lys His Gin Cys Asp His 

III cys Glu Arg Cys Phe Z Thr Arg Lys Asp Val Ar 9 Ar 9 His Leu Val 

III val His Thr Gly Cys Lys Asp Phe Leu Cys Gin Phe Cys Ala Gin Arg 

941 ]*° a , D His Leu Thr Arg His Thr Lys Lys Thr His Ser 

9 43 Phe Gly Arg Lys Asp His Leu inr * y ^ 

l\t Gin Glu Leu Met Lys Glu Ser Leu Gin Thr Gly Asp Leu Leu Ser Thr 

l\l Phe £°. Thr He Ser Pro Ser Phe Gin Leu Lys Ala Ala Ala Leu Pro 

HI III Phe Pro Leu Gly "la Ser Ala Gin Asn Gly Leu Ala Ser Ser Leu 

HI Pro Ala Glu val "is Ser Leu Thr Leu Ser Pro Pro Glu Gin Ala Ala 

III Gin Pro Met III Pro Leu Pro Glu Ser Leu Ala Ser Leu His Pro Ser 

959 I" 5 riv ser Pro Pro Pro Pro Leu Pro Asn His Lys Tyr Asn 

9 61 Val Ser Pro Gly Ser Pro tio r ^ QQ 

HI Thr Thr ser Thr Ser Tyr Ser Pro Leu Ala Ser Leu Pro Leu Lys Ala 
III US Lys Gly Phe g°. *.n He Ser Leu Phe Glu Asp Leu Pro Leu 
HI Gin Glu Pro Gin lit Pro Gin Lys Leu Asn Pro Gly Phe Asp Leu Ala 
III Lys Gly Asn III Gly Lys Val Asn Leu Pro Lys Glu Leu Pro Ala Asp 

975 3 " T Thr lie Pro Ala Ser Leu Asp Leu Ser Pro Leu Leu 

9 77 Ala Val Asn Leu Thr He Pro Aia ^ 

978 370 i'l M Thr Gln Asn Thr Phe Gly Asn 
9 80 Gly Phe Trp Gin Leu Pro Pro Pro Ala inr 
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DATE: 07/12/2000 
RAW SEQUENCE LISTING TIME : 14:07:01 

PATENT APPLICATION: US/09/254,870 

Tt.r.ni- <Set - A:\52130apctus.app.txt 
Output Set, N:\CRF3\07123000\I254870.raw 

395 400 

us £' - - »■ - s ° »•> oi! ci - s " u "° - s " 

k « - * «. «" «• - - s m - s - 

q«7 420 ^ 3 Pro Hls V al Phe Ser Ala 

III Ser Leu Gly Gin Leu Pro Leu Pro Pro He Pro ^ 
' 990 435 Ris phe His His Ala Phe Arg 

992 Gly Thr Gly Ser Ala He Leu t-ru ^ Q 

993 _ 450 
E--> 994 /si 
E--> 998U41 
E __> lOOlVjJ 
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L:12 M:220 C 
L:18 M:220 C 
L:25 M:220 C 
L:6 M:200 E 
L:0 M:200 
L:0 M:248 
L;0 H:247 
L:0 M:249 
L:0 M:249 
L:0 M:249 
L: 50 M:254 E 
L:53 M:254 E 
L:56 M:254 E 



DATE: 07/12/2000 
VERIFICATION SUMMARY TIME: 14:07:02 

PATENT APPLICATION: US/09/254,870 

rnmit Set ■ A:\52130apctus.app.txt 
Output Seti N:\CKE3\07122000\I254870.raw 

Keyword misspelled or invalid format, [(F) KP = ] 

Keyword misspelled or invalid format, (P ER READABLE FORM:] 

Keyword misspelled or invalid format Ml^^ ^ not provlde d 

rdS -fer Fie ^-sin , ^^CORRESPONDENCE , 

inserted missing Mandatory Header ATTORNEY/AGENT INFORMATION 

inserted Optional Header Field, ' APPL ICATI0N DATA:] 

inserted Mandatory Field, ">J™* CMI0[ , ^mber:] 
inserted Mandatory Field, A) AP 
inserted Mandatory Field, [(B) , „ A „, 



Cteu nauuui.v*j 

No of Bases conflict, Input 

No' of Bases conflict, Input 

No' of Bases conflict, Input 



l/:59 M:254 E : NO 



OI Ddsca ' - 

of Bases conflict, Input 



L:62 M:254 E: 
L:65 M:254 E: 
L:68 M:254 E: 
L:71 M:254 E : 
L:74 M:254 E: 
L:81 M:254 E : 
L:82 M:336 W; 
L:84 M: 336 W 
L:86 M:254 E 
L: 87 M:336 W 
L:89 M:336 W 
L 



0 Counted: 50 SEQ:1 
0 Counted: 110 SEQ : 1 
0 Counted:170 SEQ:1 
0 Counted:230 SEQ:1 
0 Counted: 290 SEQ:1 
0 Counted: 3 50 SEQ:1 
0 Counted: 410 SEQ:1 
0 Counted: 470 SEQ:1 
0 Counted: 5 30 SEQ:1 
0 Counted: 634 SEQ:1 



NO. OI Bdsea ^w^- — - 

NO of Bases conflict, Input: 
No of Bases conflict, Input: 
No', of Bases conflict, Input: 
No. of Bases conflict, Input: 
No of Bases conflict, Input: 

sSKTs ISafe 3 SU 

invalid Amino Acid Number Coding g ^ ^ 

invalid Amino ^.^^^^Counted^O SEQ:1 
91 M:254 E : No. of Bases c °"^ mb ™ P - n ' coding Region, SEQ ID:1 
L:9 2 M:336 W: Invalid Amino Acid Number « ^ SEQ ID:1 

L:94 M:336 W: ^ »i« input: 0 Counted:778 SEQ:1 

L . 9 6 M:254 E: No. of Bases in coding Region, SEQ ID:1 

1:97 M:336 W: Invalid Amino Acid Number in g sEQ ID:1 

L . 9 9 M:336 W: Invalid Amino Acid Numoe C ounted:826 SEQ:1 

L:101 M:254 E: No. of Bas ^ conflict^ In put ^ gEQ ID:1 

L-102 M:336 W: Invalid Ammo Acid Number SEQ ID:1 

i 104 M:336 W: Invalid Amino ■*« £ Cou nted:874 SEQ:1 

L: 106 M:254 E: No. °* B f "^[^Humber in Coding Region, SEQ ID : 1 



L:107 M:336 W: 
L:109 M:336 W: 
L:1H M:254 E: 
L:112 M:336 W: 
L:114 M:336 W: 



L:H9 M:336 W 
L:121 M:254 E 
L-.122 M:336 W 
L:124 M:336 W 
L:126 M:254 E 



K8 S= ^nval^ C Ac^umb-in Cod.gRe.ion, SEQ ID:1 
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DATE: 07/12/2000 
VERIFICATION SUMMARY TIME: X4 :07:02 

PATENT APPLICATION: US/09/254 , 870 



Tnmit get : A:\52l30apctus.app.txt 
Output Set, N :NCEF3\07122000\I2 5 4870. ra « 

L:129 M:336 W: i^Mrspui^Si ssr 1 

r.nl M'254 E: NO. of Bases contact, xupu rrirtina Reaion, SEQ ID : 1 

till M 336 W: Invalid Amino Acid «r in Coding Regi^ ^ ^ 

L:13 4 M:336 W: ™*?J*™*%J^lp£..0 Counted:1162 SEQ:1 

L: 136 M:254 E: NO. of Bases "P Codi „g Region, SEQ ID:1 

7.1V7 M 336 W: Invalid Ammo Acid NumDer in J> Region, SEQ ID:1 

^9 M:336 W: ^""^^r^U SEQ:1 

L: 141 M:254 E: Ho. of Bases conflict. Input SEQ ID:1 

I 142 M:336 W. invalid Amino Acid Number in Co 9 ^ seq iD;1 

L ..l 44 M:336 W: I « w » 1 i <1 » X f co ^nlrt Inputs Counted:1258 SEQ:1 
L-147 M:254 E: NO. of Bases c ° n ""*' ™ P "„ Coding Region, SEQ ID:1 
L 148 M-.336 W: Invalid Ammo Acid Number m Co g ^ seq ^ 

I 150 M:336 «: Inval i^rconfUct input: 0 Counted: 1306 SEQ-.l 
L: 152 M:254 E: No. °* B f es „ C °"" dumber in Coding Region, SEQ ID:1 
L:153 m.,336 W: invalid Amino Acid Number 1 9 ^ gEQ ID:1 

L: 155 M.336 W: Inva H^ MX f r ^fi ic t input: 0 Counted:1354 SEQ:1 
L: 157 M:254 E: No. °* B ^es confl ict^In put ^ se q ID; l 

L: 158 M;336 W: Invalid Amino Acid Numbe ^ g^Q ID:1 

L: 160 M:336 W: Invalid Ammo """^ t . 0 C ounted:1402 SEQ:1 

L-162 M:254 E: No. of Bases c ° nf ^^'" P i„ co ding Region, SEQ ID:1 
I 163 M:336 N: Invalid Amino Acid Number in coa g s 

i;" 5 M:336 W: I-^^/^rconfUct InputJ counted ?U 50 SEQ:1 

L;1 67 M-.254 E : No. f /^^^umbe/in Coding Region, SEQ ID:1 
L ..168 M:336 W: Invalid Ammo Acid Num D:1 

L: 170 M:336 W: Inval i d D " inflict lnput:0 Counted:1498 SEQ:1 

L: 172 M:254 E: No. of Bases Coding Region, SEQ ID:1 

L:173 M:336 W: Invalid Ammo Acid Number in C 9 ^ sEQ ID:1 

L: l 75 M-.336 W: "^^^f^ict input :0 Counted:1546 SEQ-.l 
1:177 M:254 E: No. of Bases 0 °"" 1 ^ mbe " E> in Coding Region, SEQ ID:1 
L; 178 M-.336 «: Invalid Amino Acid Number i s ^ SEQ JD:1 

L: 180 M:336 W: ^H^f convict input :0 Counted:1594 SEQ:1 
L :182 M:254 E: No. of Bases c^^t, mp Region, SEQ ID:1 

L:183 „ :33 6 w: invalid Ammo Acid Number m C g 
L: 185 M:336 W: Inval iV^ .nnflict lnput:0 Counted:1642 SEQ:1 
L; 187 M: 254 E: No. ofB f eS „ C °"" dumber m Coding Region, SEQ ID:1 
L: 188 M:336 W: Invalid Ammo Acid Number in 9 ^ seq id : 1 

L; 190 M:336 W: Invalid toino 1 Counted:1690 SBQ:1 

L :192 M:254 E: No. of Bases conflict. Input SEQ ID:1 

L: 193 M:336 H: Invalid Amine Acid Number in e g SEQ ID-.l 

L: 195 M-.336 W: Invalid ^« ^ input, : 0 Counted: 1738 SEQ:1 

L-197 M:254 E: No. of Bases c° nf ^. Input • SEQ ID:1 

L : 198 M:336 H: Invalid Ammo Acid Number in Cod^g ^ 
L;2 00 M-.336 W: Inval i* input :0 Counted:1786 SEQ:1 

L.202 M:254 E: No. of Bases c °^^' ™ P i n Coding Region, SEQ ID:1 
L:203 M:336 W: Invalid Amino Acid Number in Coa 9 * ^ ^ 

L:2 05 M:336 W: Invalid Ammo Acid Number « £0 * s gQ : i 

L:20 7 M:254 E: No. ° fBase ^ C °f id ^ u mber in' Coding Region, SEQ ID:1 
^0 M h; 3 3 3 3 6 6 ^ ^ Tmino Acfd S£S in Coding Region, SEQ »:! 
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DATE: 07/12/2000 
VERIFICATION SUMMARY TIME : 14:07:02 

PATENT APPLICATION: US/09/254,870 



L:212 M:254 E: 



-r^t- c A t • A:\52l30apctus.app.t3tt 
St Seti S,XCM3\07122000\I254.70.r.w 

N0 of BaS es conflict, Input : 0 ^f*^ s»Q:l 
r.2'13 M-336 W- invalid Amino Acid Number in Codxng Region ^ ^ 
till M-336 «- invalid Amino Acid xn Codxng^ ^ SEQ:1 

L.217 M-254 E: No. of Bases conflict. Input. Region, SEQ ID:1 

t- M-336 W- Invalid Amino Acxd Number xn Cod^g ^ sfiQ 
L-220 M-336 H: Invalid Amxno A " d .™ np ^ t:0 counted-1978 SEQ-1 
J'. M-254 E: No. of Bases confjict^nput.u Region, SEQ IDil 

L 224 M-336 W: Invalid Amino Acxd Number xn g ^ se q j D:1 

L:226 M:336 W. Invalid ^"^fiiot tnput: 0 Counted:2026 SEQ-1 
T 228 M-254 E: No. of Bases conf lxct , inpu Reg ion, SEQ ID:1 

till m-336 W- invalid Amino Acid Number xn Coding 9 iD;1 
^23i M-336 W- mvalx;d ^^^^^loSntSdt^OT* SEQ-1 
L-233 M-254 E: No. of Bases c °°" 1 ^' ^ i„ Coding Region, SEQ ID-1 
r V™ M-336 W- invalid Amxno Acxd Number in * Region, SEQ ID-1 

M-336 invalid Amino Acic .Number xn ^9^^^ SEQ:1 
L:23 8 M-254 E - No. ° f /"! no Acid Number in Coding Region, SEQ D-l 
L-239 M-336 W: Invalid Amino Acxd nu» Region, SEQ ID-1 

L - 241 M-336 W- invalid Amino ^ : 0 Co unted-2170 SEQ-1 

L-243 M-254 E- No. of Bases conflict, Inpu ^ SEQ ID-1 

l' : 244 M-336 W- Invalid Amxno Acxd Number xn g 
L-246 M-336 W- invalxd Amxno AcxdNum Counte d-2218 SEQ-1 

L-248 M-254 E - No. of Bases conf lict, i"P di Region, SEQ ID-1 

' M-336 W: invalid Amino Acxd Number xn Coding ^g^ seq ^ 

t-251 M-336 W- Inval i d n M Tconflict input -0 Counted- 2266 SEQ-1 
T-253 M-254 E: No. of Bases conf lr ct ' Coding Region, SEQ ID-1 

till M-336 W- Invalid Amino Acxd Number in Codxng ^g.^ ^ 

1. 256 M ..336 W- I" val i d Q toin ° 0 =fU c t input -0 Counted-2314 SEQ-1 
L .->58 M-254 E: No. of Bases conf Coding Region, SEQ ID-1 
I 259 M-336 W: Invalid Amino Acxd Number Cod g ^g.^ seq 
I 261 M-336 W: Invalid *»«° ; 0 Counted-2362 SEQ-1 

L-263 M-254 E- No. of Bases °onf lxct , inpu Coding Region, SEQ ID-1 
till M-336 W- invalid Amino Acid Number in God g seq ID-1 

L 266 M-336 W- Invalid Amino *cid "u»ber i C ounted-2410 SEQ-1 
L-268 M-254 E- No. of Bases conf lxct , Input. U c R ion , SEQ ID-1 
till M-336 W- invalid Amino Acxd Number xn Codxng ^g.^ SE g ID:1 
L:271 M-336 W- ^alid »mo Acid »^« ^r r Counted:2 458 SEQ-1 
L-273 M-254 E: No. of Bases conf lxct , inp Region, SEQ ID-1 

W M-336 W- invalid Amino Acxd Number in Cod g ^ seq ^ 

^276 M-336 W: Invalid Amxno Acxd Nu in l^ :K06 SEQ: 1 

L-278 M-254 E- No. of Bases conflict, inp Codi ng Region, SEQ ID-1 
L 279 M-336 W- Invalid Ammo Acxd Number xn 9 ^ s£Q ID;i 

L:2 81 M-336 W- I nva H^ M Tconflict input -0 Counted-2555 SEQ-1 
L-283 M-254 E- No. of Bases conflict^"? coding Region, SEQ ID-1 
I 284 M-336 W- invalid Amino Acid Number xn ^ SEQ ID-1 

L;2 86 M-336 W- Inval i d / m "%^iict input- 0 Counted-2605 SEQ-1 
L:2 88 M-254 E- No. of Bases conflict, IP Counte d-2665 SEQ-1 

L;2 91 M-254 E- NO. of Bases conflict, Inp Counted:2 725 SEQ-1 

L:2 94 M-254 E- NO. of Bases conflict, I P Counted -2785 SEQ-1 

L-297 M-254 E: No. of Bases conflict, inp 
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DATE- 07/12/2000 



Input Set : A:\52130apctus.app.txt 
Output Set: N:\CRF3\07122000\I254870.raw 

L:4 36 «:342 E: -vaXi^Stop^Coee On Error STOP C :0O0 N :* 

L:5 42 M:341 W: (46) "n' or Xaa used , tor « 50 SEQ;16 

L:7 01 M:254 E: No. of Bases c°^£t Input 0 „ SEQ;16 

L:7 04 M:254 E: No. of Bases conflict I P CQunted:170 SEQ-.16 

L:7 ° 7 M:2 J! ^ «o of lases conflict lnput:0 Counted:230 SEQ:16 

L:7 10 M:254 E: No. of Bases conii , * C ounted:290 SEQ:16 

L:7 13 M:254 E: No. of Bases ^nflict Input 5Q SEQ:16 

1:716 M:254 E: No. of Bases conflict Inp lf) SEQ:16 

L:719 M:254 E: No. of Bases conflict, "P^ Counte d:470 SEQ:16 

L:7 22 M:254 E: No. of Bases conflict, Input. 0 »u 

L:7 25 M:254 E: No. of Bases conflict, Input 0 ,„ SEQ:16 

L:7 28 M:254 E : No. of Bases conflict, "*P™- Q SEQ:16 

L:7 31 M:254 E: No. of Bases conflict Input 0 „ S£Q:16 

L:7 34 M:254 E: No. of Bases conflict, ^P^ Count ed:770 SEQ:16 

L:7 37 M:254 E: No. of Bases conflict nput Count^^ ^ ^ 

L:75 l M:336 W: Invalid Amino Acid Number in Coding g 
L:7 53 M:336 W: invalid Amino A " d .^ mb ^ D ^.o°c ou nted:97 6 SEQ:16 
L:7 55 M:254 E : No. of Bases c ° nf ^'^' coding Region, SEQ ID:16 
L:756 M:336 W: Invalid Amino Acid Number in Codi g g ^ ^ 

L:75 8 M:336 W: Invalid Ammo Acid . o°counted!l024 SEQ:16 

L:7 60 M:254 E : No. of Bases conflict ^.O^oun * SEQ ID:16 

:;s ^^Hksksk as: a ss 

L;77 l M:336 W: Invalid Amino Acid Number in Coding g seq ID:16 

L;77 3 M: 336 W: Invalid Ammo Ac id Number in Coding g 

L:77 5 M:254 E: No. of Bases conflict^ Input. SEQ ID:16 

L;77 6 M:336 W: Invalid Amino Acid Number m Coding g 

L;778 H:336 H: invalid Ammo Acid Number " ' * 121fi SEQ;16 

L:780 M:254 E: No. of Bases C °""^'" P "„ coding Region, SEQ ID: 16 

L:781 M:336 W: Invalid Ammo Acid Number in Codi g 9 

L:78 3 M:336 W: Invalid Ammo Acid Number in 16 

L:785 M:254 E: No. of Bases c °^^^' " P f n ' Co dm g Region, SEQ ID: 16 

L:78 6 M:336 W: invalid Amino Acid Number in Codi 9 9 

L:788 M:336 W: Invalid Amino ftc id Number «_Codi^g 9 g 

L:7 90 M:254 E: No. of Bases c ° nf " P ^' Co ^g Region, SEQ ID: 16 

sss es sss r-o - = .Mi-o as- 

^ M M ; 2 3 5 3 4 6 S; ^1:!^ ^^"^ R — SEQ ID:16 
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DATE: 07/12/2000 
VERIFICATION SUMMARY ?0 TIME : 14:07:02 

PATENT APPLICATION: US/09/254 , 



L: 798 M:336 W: 



r «n? M 336 W- invalid Amino Acid Number in Codxng R g iD . 1( . 
^.80 M :336 W: Invalid Amino Acid : S°£uSted?1456 SEQ:16 

Tfl05 M-254 E: No. of Bases conf ' coding Region, SEQ ID: 16 

L 806 M 336 W: Invalid Amino Acxd Number xn ° Region, SEQ ID: 16 

L 808 M-336 W: Invalid Amino Acid Number in CO ^ e(J;1504 SEQ;16 
,! w.254 E . no. of Bases conflict, Input, u Reg i 0 n, SEQ ID: 16 

M 336 5": invalid Amino Acid Number in Coding Rg SEQ ID:16 

I 813 H:336 W: Invalid Amino ^^.^1^-0 0^^:1552 SEQ-.16 
tRIS M-254 E: NO. of Bases conflict, Input ■ Reg ion, SEQ ID: 16 

^.81 1336 W: Invalid Amino Acid Number in Coding ^ ^ 
l'.818 M-.336 W: Invalid Ammo Acid Number i ed:1600 SE Q:16 

t'«20 M-254 E : No. of Bases conflict, Input Region, SEQ ID: 16 

M-336 N: invalid Amino Acid Number in Coding g.^ SEQ ID: 16 
L 823 M 336 «: Invalid Amino Acid Number in Co^ ' SEQ;16 

M-254 E- NO. of Bases conflict. Input •» Reg ion, SEQ ID:16 

L 826 M 3 36 £ invalid Amino Acid Number Codxng Rg^ g^Q ID: 16 
L 828 M:336 W: Invalid Amino ^id Number in C <* 9 lg95 SEQ .. 15 

' M-254 E : NO. of Bases conflict, Input ■« Region, SEQ ID =16 

V.l 11 M 336 W: invalid Amino Acid Number in Coding ^g.^ ^ 
L-833 M:336 W: Invalid Amino * c £ i t . 0 Counted : 1744 SEQ:16 

L-835 M:254 E: No. of Bases c ° nf ^^' ^ P "„ coding Region, SEQ ID:16 
1-836 M:336 W: Invalid Amxno Acid Number in ^ SEQ ID: 16 

L-838 M:336 W: Invalid Ammo Ac ^.^ mb " * C ounted:1792 SEQ:16 
T.840 M-254 E: No. of Bases conf ' *" P i„ coding Region, SEQ ID:16 
L 841 M 336 W: Invalid Amino Acid Number in Codi g g ^ ^ 

till M:336 W: Invalid Amino Acid Number « Co£ ' SEQ:16 

, M . 2 54 E: No. of Bases conflict, Input. ion< SEC ID: 16 

V. t M 336 W: invalid Amino Acid Number in Coding ^g.^ ^ 
L* 848 M:336 W: Invalid Amino ^Number : 0 Counted:1888 SEQ:16 
, ,« m-254 E: No. of Bases conf lict , inp ^ Regi0 n, SEQ ID:16 

T -851 M 336 W: Invalid Amino Acxd Number xn Coding g SEQ ID:16 

till M:336 W: Invalid Amino Acid Num ber m C o^^^ SEQ; 16 
t 855 M-254 E: No. of Bases conf lict, inp Region, SEQ ID:16 

L 856 M 336 H: Invalid Amino Acid Number m Coding g SEQ ID:16 

iMl H 336 W: invalid *"^fTnput : 0 Counted" 1984 SEQ:16 

t-860 M-254 E: No. of Bases conf l ict , inp Region, SEQ ID: 16 

^861 M 336 W. invalid Amino Acid Number xn Codxng s£Q 
L-863 M:336 W: Invalid Amin0 ^"^ i ^ input : 0 Counted: 2032 SEQ: 16 
t fifi5 M-254 E: No. of Bases conf li", inp u Region, SEQ ID:16 

! M:336 W: invalid Amino Acxd Number xn Coding ^ 
L-868 M:336 W: Invalid Ammo « ™ „ count ed:2080 SEQ:16 

L-870 M:254 E: No. of Bases ^.^^in Coding Region, SEQ ID:16 
t'oti m-336 W- Invalid Amxno Acxd NumDer x Reqion, SEQ ID:16 

L-873 M: 33 W: Invalid Amino "^^.S^ount^-2128 SEQ:16 

T-875 M-254 E: No - of Bases conflict , Input. u Region , SEQ ID:16 

^ S133. W: invalid Amino *c£ Number m Cod^g ^ ^ ^ 



L:878 M:336 W: 



file://C:\CRF3\OutholcKVsrI254870.htm 



7/12/00 



Page 18 of 19 



L:880 
L:881 
L:883 
L:887 
L:889 
L:892 
L:893 
L:994 
L:998 
L:100 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/254,87 0 



DATE: 07/12/2000 
TIME: 14:07:02 



Input Set 
Output Set : 



A-\52130apctus.app.txt 
N:\CRF3\07122000\I254870 .raw 



M:254 E 
M:336 W 
M:336 W 
M:336 W 
M:254 E 
M:254 E 
M;336 W 
M:332 E 
M:332 E 
il M:332 E 



invalid Amino Acid Number xn Coding 9 ^ 
invalid Amino Add Number xn Coding g SEQ ID .16 

invalid Amino " ^ nt ed?2272 SEQ ; 16 

No . of Bases conflict, Input .0 334 SEQ:16 

Ho of Bases conflict, Input. u iorlj SEQ ID: 16 
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> BIOTECHNOLOGY 

r> aw SFOTIENCF TESTING A a^HM 

F ppntt REPORT ^ ^^ ^^m \ ^ 

« /.ii „f tw Scientific and Technical Information 

Application Serial Number: ^JJJJJ^-Lf-SU. , t 

Source: 1 1 

Date rrocessedb y STIC: __Jlfi42QQ°-- ^ 
THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. + 
PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY 
EITHER: 

or, 

„ TELEPHONING APPUCANT AND FAXING A COPY OF THIS PRINTOUT* 

WITH A NOTICE TO COMPLY 
FOR FURTHER INFORMATION, PLEASE TELEPHONE MARK SPENCER, 
703-308-4212. 

gggSffioBEwHBSnR SEE BELOW: 

■ ^^LTSwtdom based software program 
n* Checker Vendor, 3.0 ^P'^'^Xl check '** aa a seque °" ^ ri° 

Property Organization (WIPO) Standard ersion of checker, and is Y2K- 

listings, thus saving time and money. 

, rn ,, ,1,^(1 nt thr fA""«'"g address^ 

^^^^^^^ 



